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3 <110> APPLICANT: Shattuck, Donna M. 

4 Stone, Steven 

5 Russell, Deanna L 

6 Abkevich, Victor 

7 Hunt , Steven 

9 <120> TITLE OF INVENTION: OBESITY GENE AND USE THEREOF 
11 <130> FILE REFERENCE: 1312.03 

13 <140> CURRENT APPLICATION NUMBER: US 10/655, 543A 
<141> CURRENT FILING DATE: 2003-09-03 
<160> NUMBER OF SEQ ID NOS: 108 
18 <170> SOFTWARE: Patentin version 3.3 

20 <210> SEQ ID NO: 1 

21 <211> LENGTH: 3507 

22 <212> TYPE: DNA 

23 <213> ORGANISM: Homo sapiens 

25 <400> SEQUENCE: 1 

26 atggaaccaa taacattcac agcaaggaaa catctgcttt ctaacgaggt ctcggtggat 
28 tttggcctgc agctggtggg ctccctgcct gtgcattccc tgaccaccat gcccatgctg 
30 ccctgggttg tggctgaggt gcgaagactc agcaggcagt ccaccagaaa ggaacctgta 
32 accaagcaag tccggctttg cgtttcaccc tctggactga gatgtgaacc tgagccaggg 
34 agaagtcaac agtgggatcc cctgatctat tccagcatct ttgagtgcaa gcctcagcgt 
36 gttcacaaac tgattcacaa cagtcatgac ccaagttact ttgcttgtct gattaaggaa 
38 gacgctgtcc accggcagag tatctgctat gtgttcaaag ccgatgatca aacaaaagtg 
40 cctgagatca tcagctccat ccgtcaggcg gggaagatcg cccggcagga ggagctgcac 
42 tgcccgtccg agttcgacga cacgttttcc aagaagttcg aggtgctctt ctgcggccgc 
44 gtgacggtgg cgcacaagaa ggctccgccg gccctgatcg acgagtgcat cgagaagttc 
46 aatcacgtca gcggcagccg ggggtccgag agcccccgcc ccaacccgcc ccatgccgcg 
48 cccacaggga gccaggagcc tgtgcgcagg cccatgcgca agtccttctc ccagcccggc 
50 ctgcgctcgc tggcctttag gaaggagctg caggatgggg gcctccgaag cagcggcttc 
52 ttcagctcct tcgaggagag cgacattgag aaccacctca ttagcggaca caatattgtg 
54 cagcccacag atatcgagga aaatcgaact atgctcttca cgattggcca gtctgaagtt 
56 tacctcatca gtcctgacac caaaaaaata gcattggaga aaaattttaa ggagatatcc 
58 ttttgctctc agggcatcag acacgtggac cactttgggt ttatctgtcg ggagtcttcc 
60 ggaggtggcg gctttcattt tgtctgttac gtgtttcagt gcacaaatga ggctctggtt 
62 gatgaaatta tgatgaccct gaaacaggcc ttcacggtgg ccgcagtgca gcagacagct 
64 aaggcgccag cccagctgtg tgagggctgc cccctgcaaa gcctgcacaa gctctgtgag 
66 aggatagagg gaatgaattc ttccaaaaca aaactagaac tgcaaaagca cctgacgaca 
68 ttaaccaatc aggagcaggc gactattttt gaagaggttc agaaattgag accgagaaat 
70 gagcagcgag agaatgaatt gattatttct tttctgagat gtttatatga agagaaacag 
72 aaagaacaca tccatattgg ggagatgaag cagacatcgc agatggcagc agagaatatt 
74 ggaagtgaat taccacccag tgccactcga tttaggctag atatgctgaa aaacaaagca 
76 aagagatctt taacagagtc tttagaaagt attttgtccc ggggtaataa agccagaggc 
78 ctgcaggaac actccatcag tgtggatctg gatagctccc tgtctagtac attaagtaac 
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80 accagcaaag agccatctgt gtgtgaaaag gaggccttgc ccatctctga gagctccttt 1680 
82 aagctcctcg gctcctcgga ggacctgtcc agtgactcgg agagtcatct cccagaagag 1740 
84 ccagctccgc tgtcgcccca gcaggccttc aggaggcgag caaacaccct gagtcacttc 1800 
86 cccatcgaat gccaggaacc tccacaacct gcccgggggt ccccgggggt ttcgcaaagg 1860 
88 aaacttatga ggtatcactc agtgagcaca gagacgcctc atgaacgaaa ggactttgaa 1920 
90 tccaaagcaa accatcttgg tgattctggt gggactcctg tgaagacccg gaggcattcc 1980 
92 tggaggcagc agatattcct ccgagtagcc accccgcaga aggcgtgcga ttcttccagc 2040 
94 agatatgaag attattcaga gctgggagag cttcccccac gatctccttt agaaccagtt 2100 
96 tgtgaagatg ggccctttgg ccccccacca gaggaaaaga aaaggacatc tcgtgagctc 2160 
98 cgagagctgt ggcaaaaggc tattcttcaa cagatactgc tgcttagaat ggagaaggaa 2220 
100 aatcagaagc tccaagcctc tgaaaatgat ttgctgaaca agcgcctgaa gctcgattat 2280 
102 gaagaaatta ctccctgtct taaagaagta actacagtgt gggaaaagat gcttagcact 2340 
104 ccaggaagat caaaaattaa gtttgacatg gaaaaaatgc actcggctgt tgggcaaggt 2400 
106 gtgccacgtc atcaccgagg tgaaatctgg aaatttctag ctgagcaatt ccaccttaaa 2460 
108 caccagtttc ccagcaaaca gcagccaaag gatgtgccat acaaagaact cttaaagcag 2520 
110 ctgacttccc agcagcatgc gattcttatt gaccttgggc gaacctttcc tacacaccca 2580 
112 tacttctctg cccagcttgg agcaggacag ctatcgcttt acaacatttt gaaggcctac 2640 
114 tcacttctag accaggaagt gggatattgc caaggtctca gctttgtagc aggcattttg 2700 
116 cttcttcata tgagtgagga agaggcgttt aaaatgctca agtttctgat gtttgacatg 2760 
118 gggctgcgga aacagtatcg gccagacatg attattttac agatccagat gtaccagctc 2 820 
120 tcgaggttgc ttcatgatta ccacagagac ctctacaatc acctggagga gcacgagatc 2880 
122 ggccccagcc tctacgctgc cccctggttc ctcaccatgt ttgcctcaca gttcccgctg 2 940 
124 ggattcgtag ccagagtctt tgatatgatt tttcttcagg gaacagaggt catatttaaa 3000 
126 gtggctttaa gtctgttggg aagccataag cccttgattc tgcagcatga aaacctagaa 3060 
128 accatagttg actttataaa aagcacgcta cccaaccttg gcttggtaca gatggaaaag 3120 
130 accatcaatc aggtatttga aatggacatc gctaaacagt tacaagctta tgaagttgag 3180 
132 taccacgtcc ttcaagaaga acttatcgat tcctctcctc tcagtgacaa ccaaagaatg 3240 
134 gataaattag agaaaaccaa cagcagctta cgcaaacaga accttgacct ccttgaacag 3 300 
136 ttgcaggtgg caaatggtag gatccaaagc cttgaggcca ccattgagaa gctcctgagc 3360 
138 agtgagagca agctgaagca ggccatgctt accttagaac tggagcggtc ggccctgctg 3420 
140 cagacggtgg aggagctgcg gcggcggagc gcagagccca gcgaccggga gcctgagtgc 3480 
142 acgcagcccg agcccacggg cgactga 3507 

145 <210> SEQ ID NO: 2 

146 <211> LENGTH: 1168 

147 <212> TYPE: PRT 

148 <213> ORGANISM: Homo sapiens 
150 <400> SEQUENCE: 2 

152 Met Glu Pro lie Thr Phe Thr Ala Arg Lys His Leu Leu Ser Asn Glu 

153 15 10 15 

156 Val Ser Val Asp Phe Gly Leu Gin Leu Val Gly Ser Leu Pro Val His 

157 20 25 30 

160 Ser Leu Thr Thr Met Pro Met Leu Pro Trp Val Val Ala Glu Val Arg 

161 35 40 45 

164 Arg Leu Ser Arg Gin Ser Thr Arg Lys Glu Pro Val Thr Lys Gin Val 

165 50 55 60 

168 Arg Leu Cys Val Ser Pro Ser Gly Leu Arg Cys Glu Pro Glu Pro Gly 

169 65 70 75 80 

172 Arg Ser Gin Gin Trp Asp Pro Leu lie Tyr Ser Ser lie Phe Glu Cys 

173 85 90 95 
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1110 








432 


Thr 


He 


Glu 


Lys 


Leu 


Leu 


Ser 


Ser 


Glu 


Ser 


Lys 


Leu 


Lys 


Gin 


Ala 


433 




1115 










1120 










1125 








436 


Met 


Leu 


Thr 


Leu 


Glu 


Leu 


Glu 


Arg 


Ser 


Ala 


Leu 


Leu 


Gin 


Thr 


Val 


437 




1130 










1135 










1140 








440 


Glu 


Glu 


Leu 


Arg 


Arg Arg 


Ser 


Ala 


Glu 


Pro 


Ser 


Asp 


Arg 


Glu 


Pro 


441 




1145 










1150 










1155 








444 


Glu 


Cys 


Thr 


Gin 


Pro 


Glu 


Pro 


Thr 


Gly 


Asp 












445 




1160 










1165 



















448 <210> SEQ ID NO: 3 

449 <211> LENGTH: 1215 

450 <212> TYPE: DNA 

451 <213> ORGANISM: Homo sapiens 

453 <400> SEQUENCE: 3 

454 atggaaccaa taacattcac agcaaggaaa catctgcttt ctaacgaggt ctcggtggat 60 
456 tttggcctgc agctggtggg ctccctgcct gtgcattccc tgaccaccat gcccatgctg 120 
458 ccctgggttg tggctgaggt gcgaagactc agcaggcagt ccaccagaaa ggaacctgta 180 
460 accaagcaag tccggctttg cgtttcaccc tctggactga gatgtgaacc tgagccaggg 240 
462 agaagtcaac agtgggatcc cctgatctat tccagcatct ttgagtgcaa gcctcagcgt 300 
464 gttcacaaac tgattcacaa cagtcatgac ccaagttact ttgcttgtct gattaaggaa 360 
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RAW SEQUENCE LISTING ERROR SUMMARY 
PATENT APPLICATION: US/10/655, 543A 



DATE: 12/27/2006 
TIME: 13:54:27 



Input Set : N:\efs\12_27_06\10655543A_efs\1312-03-2006-12-21- 



HLL-ST25.txt 



Output Set: N:\CRF4\12272006\J655543A, raw 



Please Note; 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the 
<220> 

to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:27; Xaa Pes. 59,520,525 
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VERIFICATION SUMMARY DATE: 12/27/2006 

PATENT APPLICATION: US/10/655, 543A TIME: 13:54:27 

Input Set : N:\efs\12_27_06\10655543A_efs\1312-03-2006-12-21- 

HLL-ST^ 5.txt 

Output Set: N:\CRF4\12272006\J655543A.raw 

L:3463 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:27 after pos.:48 
M:341 Repeated in SeqNo=27 
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